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We have c¢onstructed a baculovirus expression vector based on
Malacosoma ncustria nuclear polyhedrosis virwus (MoNPV). The vector
showed itself as an ecffective too)l for the coxpression of foreign
genel(lY. Presented here is the complete nucleotide seguence of MaNPV
polyhedrin gene which is used for the inserticon of geoenes to be
cxpressed.,

1 tecgeocgeocacocggtgttcaaagacgacaadsatatgitgogtagtgaacgtttaattety
61 aaaacactgtacattttcaagtcaciaatgagraaggogogeggeggatogtttataage
121 catcgoogoctogeacgcacacatcgtaacaatgtaapattataattatacgeteacatac
181 acagaataagtatttftattctttcogtaaaaaaattagaaaaataaaatataaaATGTAT
241 ACACGTTACAGTTATAATCCCACACTOGGCCGCACCTATGTTTATGATALTAAATATTAC
301 AAAAACCTCOGACATGTGATCAAAMACGCCAMGCGCAAGAAGAATGCCGCCGAGCACGAG
361 CTAGAAGAGCGCAACCTGCATCCCCTCGACARGTACTTAGTGGCCGAAGATLCTTICTTG
421 GGACCTGGCAAAAACCAAAAMCTCACATTGTTCAAGSAAATTCGTAATOTCAMACCGGAC
481 ACGATGAAACTCATCGTAAACTGGAGCGGCAAAGAGTITCTGCOTGAAACTTGGACCCGT
541 TTCATGGAAGACAGCTTCLCCATTGTCAACGACCAGGAAATAATGCACGTGTTTCTAGTG
601 GTCAACATGCGCCCAACGAAACCGAACCGTTCTTCGATTTTGGCTCAACACGCGTTACGG
661 TGCGACTCTGACTATGTCCCGCACGAGGTGATCAGCATTGTGARAMCCTTCCTACGTAGGT
721 AGCAACAACGAGTACCGUATCAGTTTGGAGOAAACGATACAACGGATGCCCAGTIATGAAD
781 TTGCATTCAGAGTACACCAATTCCTTTGAAGATTTCATCAACCGAGTGATCTGGGARAAC
841 TTCTACAAACCTCTCGTGTACATTGGTACCGATTCTGCCGAAGAAGAGGAAATTCTCTTA
901 GAGGTGTCTTTGGTGTTCAAAATCAAAGAGTTCGCTCCCGACGCACCTCTATACACTGGA
981 CCCGCATACTAAgCttcactttctoctatatttaacgagattcatgacgttttccaacaga
1021 cgaatatagtttttattagttggacgeoaatcttatogottotgttaaagoatettgtgea
1081 acgctcaaatggtocgtcat

The coding scquence shares 73% homology on the nucleotide level
and 88% homology on the aminc acid level with the corresponding
rogion of ACMNPVY (2). The S5°*-flanking scguence of the gene is less
ceonservative { 62% homology with AcMNPV ), though it c¢ontains
stretches of highly conscrved sequences (underlined) common to all
hyparexpressed late genes of baculeoviruses (3).
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